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[Abstract] Currently,the corona virus disease 2019 (COVID-19) is seriously threatening people’s health

and life safety. Early detection,early diagnosis,early treatment and early isolation are the keys to preventing

and controlling the disease. This article introduced the application of molecular diagnostic technology in com-

bating the COVID-19,aiming at providing references for controlling the prevalence of SARS-CoV-2 and over-

coming the epidemic as soon as possible.
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